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GFP Knockout HEK293T Cells (L00022).

3 7 K A I A T CRISPR/Cas9H: A I PHK G 1 5 [l i bk 1 5 Ki(L 16285 pLenti-PHKG1-sgRNA). 275 # (L16286 PHKG1
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human PHKGI 5260 BC051327 NM_006213
About the gene

Official Symbol PHKGI1

Previous Symbol PHKG

Official Full Name | phosphorylase kinase catalytic subunit gamma 1

Synonyms PHKG
Location Tpll.2

Gene Type protein_coding

Uniprot ID Q16816

Pathway/Library Kinases Library

This gene is a member of the Ser/Thr protein kinase family and encodes a protein with one protein kinase
domain and two calmodulin-binding domains. This protein is the catalytic member of a 16 subunit protein
kinase complex which contains equimolar ratios of 4 subunit types. The complex is a crucial
glycogenolytic regulatory enzyme. This gene has two pseudogenes at chromosome 7q11.21 and one at
chromosome 11p11.12. Multiple transcript variants encoding different isoforms have been found for this
gene.
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IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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